Supporting Information file S1 Table contains mistakenly published data. The incorrectly published data are presented on Sheet 1 in the table labeled, " Table S2 . List of the NR, NiR, GS, GDH, and AS sequences used in phylogenetic tree analysis." These data are not relevant to the current study and were previously published as S2 Table by Xu et al. [2] . The authors used the previously published Supporting Information file as a table template but did not delete the data originally included in the previously published Supporting Information file prior to the publication of the current study. The data presented on Sheet 2 in the table labeled, "S1 Table. List of the NR, NiR, GS, GDH, and AS sequences used in phylogenetic tree analysis," are correct and complete.
Please view the correct S1 Table below .
Supporting information S1 Table. List of the NR, NiR, GS, GDH, and AS sequences used in phylogenetic tree analysis.
